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Morphology and Ecological Habitat of Odorrana nasica
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Abstract: In July 2018 and February 2021, an adult male and 2 adult females Odorrana nasica were collec-
ted from Xiaoqiaogou, Wenshan national nature reserve and Dulong Town, Maguan County, Wenshan Prefecture,
Yunnan Province, China. Morphological measurements were taken for these three specimens. Snout-vent length
of females rang 71.3 mm to 75.7 mm, and the male is 49.3 mm. They have olive green and brown dorsum, among
which several individuals have brown spots when in living. Conical spines present on the dorsal sacral vertebrae
of male, while it's absent in females snout prominent; eanthus rostralis sharp and loreal region deeply concave.
Dark bars are present on the dorsal surface of the limbs; while the ventral of limes are uniform yellow or white.
All major morphometric characters of these specimens were found to match with the type specimen of O. nasica.
These specimens clustered with O. nasica from Ha Tinh Province, Vietnam, with uncorrected pairwise distances
of 1.1%. Therefore, both morphological and molecular analyses confirmed O. nasica should be a member of am-
phibian fauna in China.
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KWy g ( Odorrana nasica ) 3 J& T Wi 29
( Amphibia) JCJE H ( Anura) #:#} ( Ranidae )
Bl g, B o R I LA BE L (VR
915~1220 m) M, R4 Frost ZEAUBFFT I, 7k
BT #4 (105°14'38" E, 18°20°53" N, ik 7t [l
900~1200 m) A7 i Esr A, KWy R 2 —Fp
ANFUBLIE | RS FEME 2 S5 B MRS, I T B iR
W, MR, BRI T RS AR Ak
HRMI sk A E],, H—SE RIS MR, &8
AR EARORE; BEmwEaa, BARHEY
B a5 Wit S KRR I B Ik hy o e S MRS 2o A (1]
(AN KLU BEL

BT, ZWRTE E SN oA T 2 [ P b R A e
rALERE ., R M e h E WA A, H
A AR A FHOCSCHRUESE o I Py Fh e [ P9 ) 244
Oy A HL A T ASERAE DL R AR L B A B R WA
AMFFEAE 2018 4F 7 H f1 2021 4E 2 A, S lE =
R SCUCH B % A M 5 o B K va ik BLoR 42 31
3 QR EbRAS, ARG [ 32 A R AR X R
AR E, R REYM KV Rk, E
TEXTHTR AR 3 5 K W) REAR A AT T A R B
BERAEI A R 3R, IER; 2 A4S SR A b il 2E 8 E AT
THEAR, UESHZWFE E N AR IE sk, IR
T HARS A 5L AR (B

1 MR5FE

1.1 HARRE

2018 4F 7 A 2021 42 A, SilE A il
NS BHIAPI S (104°33'47" E, 22°55'12" N,
M3 1417 m) BRI R AR SIMEPE RidAR A 2 5 (Fr
A5 SWFU 0048, SWFU 0049 ); 7E7G 5 H k3 &
ITEZR Y B IR XA 7 IX (104°45'45" E,
23°21'36" N, #E#k 1518 m) RERNMetEbrA 1 5
( SWFU 006976 ), Jf- WL I BEFE i 355 (414
5 Yuan 10161, Yuan 10162, Yuan 10185). ff¥%
SR BIARAR IS UL PR B L (5 I A7 AE 95 % LT
DU T RS20 50 5050 o R PRAS [ PR AE T
75 % LEET, JEORAE TP R AR KA
1.2 ESZNE

WA SCHk [4-5] & 7 ik, R R RO
2 A AR M B — RO AR A AT A 2R M

K %) 0.1 mm, W EFEFR: KK (SVL), H
Wy 2R G m K R kK (HL), AWim %
b TR ESMKE; kv (HW), &K
SLARGERE; WK (SL), A S IR L AT A K
s SEEE (INS), ZEfA SN Z iR
& IR (10S), 2. A7 LR G A2 2z [4]
AR IRE (ED), S5R%HSE17AGIRER A1
M ER; LIRKETE (UEW), LHRERK
LR gEAR (TD), BORRM/KFEAR, a3
B AN SR RIIRIEIE S (TEY ), H
MRFLE G & EHE BN Z W% ; FK (HND),
HFEL M2 M52 KBKE (FEM);
JREKE (TIB); MEK (LFT), MiEH HE
KWV EEAEG; 2K (FL), MERE NS
FEFE TV RERESS s 5 048 48 W & 19 K H AR
(F3DSC ),

13 HFEZEEEIH

ABFFERET 2 ShRARMNIAHL (A5
SWFU 571, SWFU 572) k¢ 3 5 BBEAE & ( Yuan
10161, Yuan 10162, Yuan 10185), % i Ther-
moFisher Scientific 23 &) T2 iLAY DNA $2H0A7] &
B U 2R IR BUZ YAl DNA, SR —20 °C &
4 M. 5% 16SAR ( 5'-CGC CTG TTT
ACC AAA AAC AT-3') Fl116SBR ( 5'-CCG GTC
TGA ACT CAG ATC ACG T-3'), *fH 16S rRNA
S ATy, REWHEXR N (PCR) ¥
495 °C i 10 min, 95 °C A5k 45 s, 55 C B
K 45, 72 °CIEAH 30 s, #EAT 35AMERR, &5
72 C #EAH 7 min; PCR ¥ ¥4 Wi Jm ik & LigA:
TAY TREABRA RN . D75 15 2] 145 R qf
| DNASTAR Lasergene.v7.1 3% 4 13 ' i) Seqman
PRI T HEXF T, BB EE X} 16S rRNA J7 31 5 1
% % GenBank (42 ( GenBank 5 : OK464876-
OK464880 )

FLF XY 16S JP o E R, AR RER
Bt AR A& T Liul F1 Chen %5 ™ 38 /R (1) R i &
T (A-G) ' F ZRZNPF . Hit, M
GenBank T # R ik & %5 RIGAH 740, 3
7475, JFRH F X RN ERIT KL R RR
g Bttt ( Odorrana graminea, Boulenger 1899 ) 1Y
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F B AR S AR ES, A5 R sl R T DL ik
(BI) FlfcRISREE (ML) BT RGELF i, W
HARGFE KB . 15 IModelTest 2 1% £ i A 18 1Y
B AL £ ML A A1 BI# P, i GTR+G. fifi F
RAXML 8.2.4 A 12 17 e KA Ak 1 (ML) MY,
£ ML 23 T i HEES40 A By SR 52 1000 IR
FITASG B 51 S5, R MrBayes 3.2 7547 D1 -3
ARG KB M 4 %5 RBHREEZFT 2 000
TR, A 1000 fCHEAT 1 RAE, T U E
B, A 25 % A F s . (i Tracer v 1.5 2%
K AT S REA R (ESS >200) LUK &2 1755
(WS, W MEGA X 8 K Rh ) g%
g (p—distance ) ",

2 FERESH

2.1 AR

ARUCR AN 2 FOMEME A W) B UK 43 5]
g 75.7 mm M 71.3 mm, B K W) R AR K
49.3 mm, HARECERO T EEAE WK 1. KB viEE
ANF SRR B s W R T, WS e TS LA R
BB, ST RSN SERIRM, BT A
MR AG B Wy v PR S AH AT s W)t WA SRR TR
R WK FIRAR; SRR oM, Sl

AT B R s SREAR I N TR AR HR (AR
W /N ARG 98 AR AR TT UL AR U S
®, AT HNELZE; NELEMEDE, HBiEA
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®1 ZHEXEREBERKYREHEEREERIEEE

Table 1 Measurements of the adult specimens of
O. nasica
SWFU 00482 SWFU 00499 SWFU 0069767
SIYE| BE By BuE el BdEs sl
mm % mm % mm %
(LSS 757 — 713 — 493 —
LK 264 349 239 335 17.8  36.1
K5 251 332 239 335 145 294
VES 11.6 153 112 156 9.0 184
L E]EE 82 108 72 101 5.3 10.8
HR fe] 55 173 59 83 43 8.7
R4 107 141 9.7 136 5.9 11.9
IR 6.1 80 59 83 4.6 9.3
GAR 40 53 3.6 5.1 3.5 7.1
BOEFIIRMEE 28 38 28 39 1.3 2.7
FK 208 274 185 260 137 279
Bk 448 592 430 602 263 534
[[E3S 512 677 498 698 315  64.0
A 672 887 664 930 401 814
B 442 583 423 593 279 567

IR 26 34 22 3.0 2.1 43

T HHE AT AT S AR A L]

a. TYI; b, TOUE; c. TFIE; d. MR,
1 KR (zEaAEBEEts, #iH)

O. nasica (Fadou Town of Xichou County, Yunnan Province, male)

Fig. 1
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a. FUE; b, I c. B,
B2 KMRE (zmE3XE4%k#E, SWFU

0048, B )
Fig.2 O. nasica (Dulong Town of Maguan County,

Yunnan Province, SWFU 0048, female)
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arfh, RIER ARSI TR 24786, WinE
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I 24k, R R Tehmdl B I, FiAT 48 v dB A7
FeMT S0 s FRIMTCHE, 8 AR R R &, %
W, TR, NEREINEE, Sk
FERAW G, B/NTNER, TR, B
B 12 6 O 1 B AT W v, ZE AT AR BB AR, R K
KTFBRERFERK; BKFENI<I<<V<IV,
JIT Ak i 349 R R A ARG B 1 18 4 HL LI 203
kR 4, BEXIREbG; O RIS R e B
BRI MR EIRRE, AN LSRN, 2
WHEIE (E3),

a. FHM; b, FIEW; c. LHW; d MW,

B3 KMREFHEEDES

(=EAOXEHEE, SWFUO0048, W)

Fig. 3 Hands and foots of O. nasica (Dulong Town of Maguan County, Yunnan Province, SWFU 0048, female)
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( Odorrana yentuensis ) & UHIRTE R R o Fl %
fEREES (p-distance ) A 1.1 %, SAHERFA]5 4

1.00/100

BN 2.8 %, RGELFMHHIGR RN RET HK
SLFNPG w5 A SRR A S K W) Rl (] 4).

— Yuan 10185 ( Pyl )
—— Yuan 10162 ( PiB4E. )
0.97/76 — Yuan 10161 ( PuEE. )
— SWFU 0049 ( H2cH )
- SWFU 0048 ( ZhycH )

7/7

0.83/—
0.99/—

KW R Odorrana nasica
WP I REE Odorrana yentuensis

1.00/9 Sr Odorrana trankieni

TEWEAT i Odorrana nasuta
M Odorrana exiliversabilis
Yyid: Odorrana versabilis

Kk Bild: Odorrana graminea*

MH-R ik Odorrana tormota

0.02
“77 TG BECT 2 R DU S AR R SRR, M R IRBEARAR T 0.95 & FURE SRR T 70 % AIfFS “-” &

IR *RINIMIE

B4 ETLHE 16s rRNA IZ REEE F 32 209 0L H7 5y

Fig. 4 Bayesian inference tree of Odorrana derived from 16s rRNA sequences
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