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Yunnan 661200, China; 5. Management Bureau of Yunnan Daweishan National Nature Reserve, Honghe Yunnan 661300, China)

Abstract: In August and October 2023, 2 adult specimens(Amolops, Ranidae, Anura ) were collected from
Bajiao Village, Yaoshan Township, Hekou Yao Autonomous County, Honghe Hani and Yi Autonomous Prefec-
ture, Yunnan Province. The dorsal skin is smooth, grainy skin on the back of the thighs, and an overall green col-
or with weak glandular. There is a narrow gold stripe on edge of canthus from tip of snout along margin of upper
eyelid continuing above edge of dorsolateral fold, and a white lip stripe from tip of snout to posterior of arm inser-
tion. The toes are enlarged and have sucking discs at the fingertips. All toes are fully webbed except the fourth toe

which reaches the third joint. The subarticular tubercles are large and round, and the outer sides of the first and
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fifth toes have a fringe. It was found that the morphological characteristics of the collected specimens were basic-

ally consistent with those of Amolops compotrix found in Gammon Province, Vietnam. The results of Bayesian

phylogenetic tree analysis based on COI gene showed that the specimens in this study were clustered with 4. com-

potrix, with a genetic distance of 2%. Therefore, the specimen collected was identified as A. compotrix, a new re-

cord species of Amolops sinensis, and the new Chinese name was "ZL{1] Jii #i:".

Key words: Amolops; new record species; Amolops compotrix; Yunnan

Amolops compotrix (Bain, Stuartand Orlov, 2006 )
KIBEPINIZ) ( Amphibia) JCFE H ( Anura) 45}
( Ranidae ) i W J& ( Amolops ) . W) Fh T 2006
AEFH Bain U B IRGE A, B o A
T R H S . AT, YRR o A b
B AR M, AR AR Y B LA SO R L
Y M 248 1Y Pa Hoat H AR AR IX P A 43 A 42
5, (AEP EBE AR R AT,
2023 4F 8 I 10 A, 7E w4 KB L E K
PR H RO XGRS TR AR 2 5T bk Jw W b
A, @SB GTRGE 0, BEN
Amolops compotrix, & [ Wi 2 ¥ 1 B 42 5%
Fle S TIPS AR A BT, ik —
IR R AR B T %0k

1 MR57FE

1.1 BEARFRE

20234 8 A1 10 H, J& NHTEESFHLL
TIG e R F IR M OB AR B BE L S A
K (22°52'37.09”N, 103°43'40.80"E, ¥4k 1371 m)
KRBT 25 MR AR A, 38 WA A AR
Ff ) A B TR BB R A AR 43 00 Sk BEPE ( SWU
0009491 ) FIMEPE ( SWU 0005476 ), #5 5t H K
K JIL PR RN B A S B A AE 95% LB, BRAR IR
WAE 75% S BE, JFAFL T 00 M KA e Bl 2
B
1.2 EEZFNE

W AE Bain M AR RGN I, A
FEHAEE R 0.1 mm A3 Fr R RO & R 42 B A b AR
ISR . LI EK . kK. k5. Uk,
AR, (e fE . ARAS . Simiie . SRR R
5.k BRERK, [ Bain 25N XF
A. compotrix WIE IR 5 AR AR A HITIEE
FAs .

1.3 SFRGEEEDH

ARIFFERE T 2 Fhr4 (SWU 0009491, SWU
0005476 ) BIWLPAI4H 2 ( Yuan31749, Yuan51614 ),
% F] Thermo Fisher Scientific 2 7] 2L ¥) DNA #2
BOR ) S 0T 2L K4 DNA. ] Che 48 & %
ERLA Cor kIR rysa HI 5 | #2847 PCR 73, 5l
Yk Chmf4 (5'-TYTCWACWAAYCAYAAAGAY
ATCGG-3") F1 Chmr4 ( 5'~ACYTCRGGRTGRCC
RAARAATCA-3'), PCR JZ I 2 ¥ K 95 °C Tk
S5min, ZJ5 94 C ZEME 1 min, 46 C iE X 1 min,
72 C ZEA 1 min, #4735 NMER, RJGHE 72 C
Yk SESEM 10 min, PCR P24 T 1% Bl Wi EE L
VKA, 7 e e R A R A R A BR A ]
M. {4 FH LaserGene 7.0 #4411 H1 (1) SeqMan
XF e 8 80 A o e ARSI AN TR X, IR AR Ak
— ¥,

SZP R EAT T 2%, RS Wu & [ B
g%, W1 FH MY R TS, 2 KOk H
A. compotrix IEFE S BIBAR AR FH], 1 54k i
g ( Amolops viridimaculatus ) W) 73 VE A AN REBE
TTRGERE M, 16 FFy) (£ 1), B\l
F MEGA 7% X} B4 Jp 5147 L Xt , SR 5 36 F i
KR (ML) FDIMHrE (Bl MERREAT
B il RAXML 8.2.4° #ay 2 fe KAUSRA , HeF
BRONSH, AR 1000 YAR R SRR, il
MrBayes 3.1.2U 47 DUt R Gk & /1. AR 4
AR A, R BOAIE T (5 /R a] e i
SRS EE (MCMC ) BT 4 Wlsria®s:, 45 1000
RFEE 1, BT 400 AL, TEizf7H DL 3
FE IR 5 A 1 A2 0 T 368 3 W 2% 43 H500 256 5 250 A o Al
2T <0.01 SEHIE o SRJ5{#F Tracer v. 1.5 K
HizfiZEE R B WS (ESS{H >200). f)m,
i 14 MEGA 7 H ) p—distance 1% AU 1155 i i J& )
o] (7 35 A B s
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Table 1 Species used in this study and genebank accession number

s hrT 4 H GenBankJ 7515 izl
EARGIR 145 Amolops compotrix e HEA9L MN961366 SCHK[7]
EARGIN1 5 Amolops compotrix B B EARE MN961367 SCHRI7)
EARGIP 145 Amolops compotrix i =FERA PQ047743 ABFFE
EARCIN1 5 Amolops compotrix . ZFERA PQO47744 ARBFF
N3 ik Amolops cucae R . B SR MN961373 SCHRIT]
SC L i e Amolops wenshanensis . AR MN961426 SCHR[7]
F Ey ik Amolops bellulus HE: =EEh MN961361 SCHRI7]
MR T Amolops nyingchiensis L PEEOKAR MN961418 SCHR[7]
BRI i Amolops mengyangensis R AR VDI KRO87619 SCHR12]
it ek Amolops iriodes R A A MN961400 SCHR7]
A i 0 Amolops mengdingensis E: D dE MKS501812 SCHK[13]
B it e Amolops daorum P ZERAR MN961378 CHR[7]
Faf J& 7 it e Amolops anigiaoensis i PO MN961352 SCHR[7]
R 2 T e Amolops putaoensis hE: Tl OP831319 SCHR[14]
I3 i ek Amolops chaochin RE: piRE MZ706971 SCHR[15]
2 b Amolops viridimaculatus HFE . A MN961434 SCHik[7]

R, 3 Kk 67.8 mm, SkERBEAE, kK
1 BERES (USIE NI S NNS) Kb, ki

2.1 K

2= B AA LT T R S 0 TG N 1 B8 0 A YR
BRI SHA T B AR, 55 Bt
B RENLERHE AR X, ZHXHTZ
B REVE VY F 22 R SORF VPR ZR P 2 RS2, i A
7 A Z S BRI R X, BT
IKZ | AR R R AR U ARUCREERIY
FRAS &% B0 TR 1371 m A ILTRR i p, REF)
bR A S RIB AR A R e o (R PR E S )
4R 1500 m AL . R ER S, #ENK
&, FELCESEMARCOy £, REHTT S A com-
potrix [F5 A7 (AR KA ( Xenophrys ma-
jor), KWy RiE ( Odorrana nasica ) #1714
W& ( Ophryophryne microstoma ) .
22 FSHIk

IR R A B AR AR RUE S, S WUAF B
FUBAEMEE , HEPE (SWU 0005476 ) 1ARRI/INA
PR, AR R 42.3 mm, #EVE (SWU 0009491 )

WK TSk 98, M ET A E eI, RIBTT
&, MR ERE, NME; ks, 855
BRcan s BERAIIIIMIEE s WROR TIRAR ; Bl
B REEwO, ER/NTIREER; A, A
LR R S Y NG R E U
W, FERTTRKER, 385 5 2 g
PEE AR —F, MXHER DT <D <IV<Il; B
SEVUBEBEIR S 3 AN, S A BE, A 4 B
FRATERE AT 3R TE R, R I A K A
W4k, BECTT FRK ARG, MR NT <
< V<<V, ixbrA & A A7 B & 5 W
322 (P RIBFR AR A A5 ).

B R RO, RS A JUREIR Bk,
RS, AT NIRIESE LR 712
EHEMRE AL LA 1 ARENEAKL, E
JRZIKFHRA 1 RFLE ML, M L& 1/4 4
e, TE3AREE, WAEBEBEARL .,
JE () T T S 40 (O TR A £, A A B 2 T RS 114 TR
LRAORELL ., 2 i A S LA 1.

=N
g Y,

*2 AAimERENERE

Table 2 Measurements of adult 4. compotrix

KEBIFHIE FMNH 256503, @, Filfi SWU 0005476, & SWU 0009491, Q

S K /mm 56.7 423 67.8

3K /mm 20.1 16.8 22.3

Sk /mm 18.2 15.6 22.0

W /mm 8.2 7.1 10.7

Al /mm / 5.1 7.4

AR 1] B /mm 5.4 4.6 8.4

AR#%/mm 6.9 6.0 8.5

FFEAL/mm 3.1 3.0 3.4
SIS R 2 /mm 1.8 0.9 33
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4R 2

S BIFE FMNH 256503, Q, Bl SWU 0005476, & SWU 0009491, Q
J# K /mm 35.2 29.1 40.7
JEK/mm 26.9 23.6 38.5
B /mm 26.7 229 36.8
145K /mm / 6.0 9.3
#5248 K /mm / 6.4 10.3
345K /mm / 9.9 16.1
445K /mm / 7.4 11.8
2 1K /mm / 5.8 8.9
2K /mm / 9.4 14.0
#30EK /mm / 13.9 215
HEA4%E K /mm / 19.4 29.9
555K /mm / 13.3 19.5

SMA LT MIEGEEIRIL S MR, SWU0009491, HEPE; XI/NedE,
1 diAimErS
Fig. 1 Morphology of 4. compotrix (Bajiao Village, Yaoshan Township, Hekou Yao Autonomous County, Honghe Hani and
Yi Autonomous Prefecture, Yunnan Province, SWU 0009491, female. Photoed by Liu Xiaolong)

23 RERBESH PE, %5550 51h PQO47743 Fl PQO47744, TE =
ARWFFEARAT 2 AR BB 4331 588 bp A LTI A JE S5 i [ IR MNIT VBRI F iR L Bg il &
F1 586 bp Y74, ¥4 F 5] A% 2 GenBank £4li /AN FERVLIIGEENRA S 4. compotrix bR
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Rh—3 (E2), i, sG55
Mrigss, 2 MRS A compotrix WIREAS 1Y 35t

ERR B 2k 2% (£ 3),

Yuan51614 A. compotrix £13] itttk
1/99

Yuan31749 A. compotrix Z1{i] i

MNO961367 A. compotrix L1

MN961366 A. compotrix £1ijiit:
1/100

MNO961373 4. cucae EI i

o L MNO961426 4. wenshanensis SCIL1jii ik
{ MNO61361 A. bellulus Ji Ty
/-
MNO961418 A. nyingchiensis F2 i
KRO87619 A. mengyangensis 77 ifili:
1/98
MNO961400 4. iriodes kit

1/98
- MKS501812 A. mengdingensis i it it 4k

v
L MNO961378 A. daorum 3tk
1/- MNO961352 A. anigiaoensis B JE Fiiitt ik
0.98/86
OP831319 A. putaoensis Hi#itiik

MZ706971 A. chaochin 5\ 5Eifiik:

MNO961434 A. viridimaculatus 5 5 i it
0.03

“—7 FoR DR RS ( BPP<0.95 ) ATH 28378 (BS<70% ) MR bR RARFAA7 5 0.03 MZ TR B e .
B2 ETF CcolEFEMZIARS imiE B D
Fig. 2 Bayesian inference tree of Amolops based on COI sequences
#3 WinEMAE ColEBF IR KIEMITEERERER

Table 3 Pairwise uncorrected p-distance of COI gene sequences between species of A. monticola group

Yy 1 2 3 4 5 6 7 8 9 10 11 12
1 £03 i (= ravl )
2 L]t e 0.02
3 B3 0.06  0.06
4 3 s 0.07 0.08 0.08
5 R Byt 0.13 0.13 0.13 0.14
6 PR it ek 0.12 0.13 0.12 0.13 0.06
7 BhFE 0.15 0.15 0.15 0.15 012  0.11
8 i i e 0.18 0.19 0.18 0.18 0.14 0.15 0.14
9 Liif ek 0.14 0.15 0.14 0.14 0.11 0.11 0.02 0.14
10 B ie: 013 014 013 014 010 009 005 0.1 0.05
11 Bl J& Wik 015 015 015 014 012 0.1 0.11 016 0.1 0.10
12 155 ik 0.15 0.17 0.16 0.15 0.13 0.12 0.13 0.15 0.13 0.12 0.13
13 4 Tt ek 0.15 0.15 0.12 0.13 0.10 0.09 0.11 0.16 0.11 0.11 0.07 0.11

Vs Bk BT T ~ 12X R4 IO

P& T AT E IR IO 68 s A 55 IR, AN B AR IG5
FAEMEITATAL, BB ROt . 1A, RE
KB ER BN BRI 2 SHRAT A, com-

3 S5t

ASBIFTE BT R A B A 5 i e R ) Pl bR A I 2

YERT G A. compotrix WIS ERAE . HEVES MEPERY
FEXF S I AR AR A Sk KRR Th9E; Wromtlion;
BRI R HNSNE,; 6 1M T8 24, 48 11,

potrix (B AR AR Ny — 32, H gL e Uy
2%, SCFFAHEIEH R AR AN A compotrix.
55 IR e B AR B R B AR A (4 HUMENE, 2 HUHE
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PR AL, B R MR AR A B T A TR SRR K
IN FARIE KT A. compotrix HIBIRARAS, T H K5
P HEEARA R TR . K LA R B = IR A
BLAAN, HATE B A9 K/l K F @R b
A X 2 AT RE AN [ b B X 3 A AR 22 ] )
Z5, (DT EXE R A FEA S G (R E 17 B IR
ANBIBFSY, A REAS I IERM A ZEiE . T LI g
B, INHHRER 2 FARAN A. compotrix, Hi%
YR E P E B A B 2D Sk . TR B RifE
B89 JAE 2 R A 20 S e SR I A iR A & B
AT AP A 7k L R Ay ety B AR IR 1.

2190 Yt e e R 2 BT H S DA
B, 2RI LA 1 Pu Hoat H
SROP X Bl AT . MR Y A. compotrix RIEAR
IR (MR f 1l A (B BoWg s fE AT
Hxt, 10 A 8 HE 12 HAEME L&A REMM
AR IRAE/NE TR B A A EACHL . ARTER R
AL e RS E AR M OB R AR BRIl S
SRS O P REAS O 1 ] DL AT €6 B R AR, A
KB RAFM NS, AT ZAE s E oy 9—11 H .
2 it L TE 25 B 48 £0300 05 JE R K% A 36 M YT 11 B2
AR B R R B, AN R R 4 i e g 14
T—AWREc s, RG22 EETaME
AP 2R

Bigt: BRMEEARL KFHRE R HILOH
SHEFAEE, AREF. WL, TARF I
Bl AR 23k Q6L KB LA ARKRYP R T4
AR GF AT E R TmPE O E.

(& % x W]
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